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Abstract

Expand knowledge on disease related changes in glycosylation patterns and its integration in genome and proteome data
provides new basic biomedical insights and thus far reaching possibilities for diagnostic application (prevention, cure and
progress of treatment follow up) as well as for new therapeutic interventions. Development of new computational tools
empowers the Omics research. We discuss here application of computational tools in experiment optimization for genera-
tion of robust data where and when applicable, and mining of the data in curetted database. We also present a robust data
analysis platform driven by database management systems to perform bi-directional data processing-to-domain identifica-
tion with declarative querying capabilities. Lastly, we illustrate Machine Learning Methods as predictive models for the
analysis of biomedical experimentation and data Integration, warehousing and validation concepts.

Biography

Dr. Srinubabu received his Ph.D in proteomics and bioinformatics, master of technology in biotechnology and received
bachelors degree in pharmaceutical sciences from Andhra University. He has published more than 25 papers in reputed
journals and serving as an editorial board member of repute.

Speaker Info

Srinubabu Gedela, PhD.
Email: gedela@stanford.edu

Selected abstracts from BIT Life Sciences’ 2nd Annual World
Summit of Antivirals 2009, July 18-20, 2009, Beijing, China

J Proteomics Bioinform Volume S3 : 003-003 (2009) - 003
ISSN:0974-276X JPB, an open access journal



http://dx.doi.org/10.4172/jpb.s1000236

