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Proteomics is a /term in the
study of genetics which refers
to all the protelns expressed
by a genome proteomics
involves the Jjdentification of
proteins determination of their‘role in physiologi-
cal and pathophysiologicalfunctions. Bioinfor-
matics is thesanalysis of biological information
using computerﬁ/ and’ statistical techniques,
B|0|nformat|cs is more of a tool than a discipline,
the taols for analyS|s of/Biological Data.

The Open Access Journals are

those which are freely avail-

pen Access| able and accessible online to

the reader. They neither have

, financial nor legal barriers. The

proteomics & bioinformatics publication under

| the jopen access category ensures the peer-
reviewed biomedical research.

In Proteomics & Bioinformat-

ics, expert researchers

explore this ever-changing

field, providing the reader
\ with a mix of review and meth-
odology Chapters which address the fundamen-
tals of analysis methods, algorithms, data stan-
ards and &atabases.

Journal of Proteomics & Bioin-
formatics (JPB) furnishes all
aspects of global protein analy-
sis k“a\nd function between the
\ physical‘\ and life sciences to
understand the biclogical'processes. These types
of journals call for a substantial effort to mine
and interpret the data. The'journals are specifi
cally provoked in ménuscribts that integrate
functional or structural proteomicianalysis using
bioinformatics concepts and intramural views.
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